
 
 
Additional file 5. Distribution of σ70 prediction scores and 5’UTR lengths in BAp 
and E. coli. (A) Distribution of σ70 prediction scores in BAp (black) and E. coli (red) at 
the beginning of transcription units (continuous lines) and within transcription units 
(dotted lines); (B) Distribution of the size of the predicted 5’UTR. Scores and UTR 
lengths are calculated by BPROM.  
 


